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Legends to supplemental figures 

Supplemental figure 1. Additional characterization of convalescent donors. (A) Day since 

being tested positive for SARS-CoV2 on RT-PCR for all convalescent donors. (B) Correlation 

between anti-spike IgG content of CP and day since the donors were positive on RT-PCR. (C) 

Distribution of the donor cohort for WHO Clinical Progression Score for their disease courses 

are plotted against the anti-spike IgG content of CP. Pearson correlation was computed. 

 

Supplemental figure 2. Comparison between patient characteristics between two trial 

arms. (A) Comparison of age distribution between patients randomize to SOC and CPT arms. 

(B) Comparison between viral load on the day of enrolment between patients randomize to 

SOC and CPT arms. (C) Comparison between anti-SARS-CoV-2 neutralizing antibody activity 

of plasma on the day of enrolment between patients randomized to SOC and CPT arms. (D) 

Comparison between SpO2/FiO2 ratio on the day of enrolment between patients 

randomized to SOC and CPT arms. (E) Comparison between the kinetics of respiratory rate 

from the day before the enrolment day till 10th day post-enrolment between patients 

randomized to SOC and CPT arms. (F) Comparison between the kinetics of heart rate from 

the day before the enrolment day till 10th day post-enrolment between patients randomized 

to SOC and CPT arms. (G) Kinetics of systolic and diastolic blood pressure from the day 

before the enrolment day till 10th day post-enrolment in patients randomized to SOC arm. 

(H) Kinetics of systolic and diastolic blood pressure from the day before the enrolment day 

till 10th day post-enrolment in patients randomized to CPT arm.  

Supplemental figure 3. Distribution of cytokine expression levels in the patient cohort. 

Density histogram of plasma abundance levels of 36 cytokines at T1 and T2 time points. 

Upper panel represents the change in population distribution of cytokine abundance for 

SOC arm from T1 to T2 time point and lower panel represents the same for CPT arm. The 

pink and blue colour indicates the distribution profiles of indicated cytokines at T1 and T2 

time points respectively. The red stars are marking significant differences in median values 

between T1 and T2.  
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Supplemental table 1. List of proteins identified in the proteomics experiment on 

convalescent plasma. 

Index Peak Name Group 

1 sp|P02768|ALBU_HUMAN Serum albumin OS=Homo sapiens OX=9606 GN=ALB PE=1 SV=2 

2 sp|P04114|APOB_HUMAN Apolipoprotein B-100 OS=Homo sapiens OX=9606 GN=APOB PE=1 SV=2 

3 sp|P01024|CO3_HUMAN Complement C3 OS=Homo sapiens OX=9606 GN=C3 PE=1 SV=2 

4 sp|P01023|A2MG_HUMAN Alpha-2-macroglobulin OS=Homo sapiens OX=9606 GN=A2M PE=1 SV=3 

5 sp|P02787|TRFE_HUMAN Serotransferrin OS=Homo sapiens OX=9606 GN=TF PE=1 SV=3 

6 sp|P0C0L4|CO4A_HUMAN Complement C4-A OS=Homo sapiens OX=9606 GN=C4A PE=1 SV=2 

7 sp|P00450|CERU_HUMAN Ceruloplasmin OS=Homo sapiens OX=9606 GN=CP PE=1 SV=1 

8 sp|P01009|A1AT_HUMAN Alpha-1-antitrypsin OS=Homo sapiens OX=9606 GN=SERPINA1 PE=1 SV=3 

9 

tr|A0A0A0MS08|A0A0A0MS08

_HUMAN 
Immunoglobulin heavy constant gamma 1 (Fragment) OS=Homo sapiens OX=9606 GN=IGHG1 PE=1 

SV=1 

10 sp|P02751|FINC_HUMAN Fibronectin OS=Homo sapiens OX=9606 GN=FN1 PE=1 SV=4 

11 sp|P02671|FIBA_HUMAN Fibrinogen alpha chain OS=Homo sapiens OX=9606 GN=FGA PE=1 SV=2 

12 sp|P08603|CFAH_HUMAN Complement factor H OS=Homo sapiens OX=9606 GN=CFH PE=1 SV=4 

13 sp|P02675|FIBB_HUMAN Fibrinogen beta chain OS=Homo sapiens OX=9606 GN=FGB PE=1 SV=2 

14 sp|P00738|HPT_HUMAN Haptoglobin OS=Homo sapiens OX=9606 GN=HP PE=1 SV=1 

15 tr|B4E1Z4|B4E1Z4_HUMAN cDNA FLJ55673, highly similar to Complement factor B OS=Homo sapiens OX=9606 PE=1 SV=1 

16 sp|P02679|FIBG_HUMAN Fibrinogen gamma chain OS=Homo sapiens OX=9606 GN=FGG PE=1 SV=3 

17 sp|P00747|PLMN_HUMAN Plasminogen OS=Homo sapiens OX=9606 GN=PLG PE=1 SV=2 

18 tr|B7ZKJ8|B7ZKJ8_HUMAN ITIH4 protein OS=Homo sapiens OX=9606 GN=ITIH4 PE=1 SV=1 

19 sp|P02774|VTDB_HUMAN Vitamin D-binding protein OS=Homo sapiens OX=9606 GN=GC PE=1 SV=2 

20 sp|P02647|APOA1_HUMAN Apolipoprotein A-I OS=Homo sapiens OX=9606 GN=APOA1 PE=1 SV=1 

21 sp|P01031|CO5_HUMAN Complement C5 OS=Homo sapiens OX=9606 GN=C5 PE=1 SV=4 

22 sp|P00734|THRB_HUMAN Prothrombin OS=Homo sapiens OX=9606 GN=F2 PE=1 SV=2 

23 tr|Q5T985|Q5T985_HUMAN Inter-alpha-trypsin inhibitor heavy chain H2 OS=Homo sapiens OX=9606 GN=ITIH2 PE=1 SV=1 

24 sp|P01871|IGHM_HUMAN Immunoglobulin heavy constant mu OS=Homo sapiens OX=9606 GN=IGHM PE=1 SV=4 

25 sp|P02790|HEMO_HUMAN Hemopexin OS=Homo sapiens OX=9606 GN=HPX PE=1 SV=2 

26 sp|P06727|APOA4_HUMAN Apolipoprotein A-IV OS=Homo sapiens OX=9606 GN=APOA4 PE=1 SV=3 

27 sp|P01876|IGHA1_HUMAN Immunoglobulin heavy constant alpha 1 OS=Homo sapiens OX=9606 GN=IGHA1 PE=1 SV=2 

28 sp|P04003|C4BPA_HUMAN C4b-binding protein alpha chain OS=Homo sapiens OX=9606 GN=C4BPA PE=1 SV=2 

29 sp|P01008|ANT3_HUMAN Antithrombin-III OS=Homo sapiens OX=9606 GN=SERPINC1 PE=1 SV=1 

30 sp|P01011|AACT_HUMAN Alpha-1-antichymotrypsin OS=Homo sapiens OX=9606 GN=SERPINA3 PE=1 SV=2 

31 sp|P68871|HBB_HUMAN Hemoglobin subunit beta OS=Homo sapiens OX=9606 GN=HBB PE=1 SV=2 

32 sp|P19827|ITIH1_HUMAN Inter-alpha-trypsin inhibitor heavy chain H1 OS=Homo sapiens OX=9606 GN=ITIH1 PE=1 SV=3 
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33 sp|P10643|CO7_HUMAN Complement component C7 OS=Homo sapiens OX=9606 GN=C7 PE=1 SV=2 

34 sp|P06396|GELS_HUMAN Gelsolin OS=Homo sapiens OX=9606 GN=GSN PE=1 SV=1 

35 sp|P02765|FETUA_HUMAN Alpha-2-HS-glycoprotein OS=Homo sapiens OX=9606 GN=AHSG PE=1 SV=2 

36 sp|P01042|KNG1_HUMAN Kininogen-1 OS=Homo sapiens OX=9606 GN=KNG1 PE=1 SV=2 

37 sp|P04217|A1BG_HUMAN Alpha-1B-glycoprotein OS=Homo sapiens OX=9606 GN=A1BG PE=1 SV=4 

38 sp|P02749|APOH_HUMAN Beta-2-glycoprotein 1 OS=Homo sapiens OX=9606 GN=APOH PE=1 SV=3 

39 sp|P02649|APOE_HUMAN Apolipoprotein E OS=Homo sapiens OX=9606 GN=APOE PE=1 SV=1 

40 sp|P05155|IC1_HUMAN Plasma protease C1 inhibitor OS=Homo sapiens OX=9606 GN=SERPING1 PE=1 SV=2 

41 sp|P43652|AFAM_HUMAN Afamin OS=Homo sapiens OX=9606 GN=AFM PE=1 SV=1 

42 sp|P13671|CO6_HUMAN Complement component C6 OS=Homo sapiens OX=9606 GN=C6 PE=1 SV=3 

43 sp|P10909|CLUS_HUMAN Clusterin OS=Homo sapiens OX=9606 GN=CLU PE=1 SV=1 

44 

tr|A0A0B4J231|A0A0B4J231_H

UMAN Immunoglobulin lambda-like polypeptide 5 OS=Homo sapiens OX=9606 GN=IGLL5 PE=1 SV=1 

45 sp|P02763|A1AG1_HUMAN Alpha-1-acid glycoprotein 1 OS=Homo sapiens OX=9606 GN=ORM1 PE=1 SV=1 

46 tr|V9GYM3|V9GYM3_HUMAN Apolipoprotein A-II OS=Homo sapiens OX=9606 GN=APOA2 PE=1 SV=1 

47 sp|O75882|ATRN_HUMAN Attractin OS=Homo sapiens OX=9606 GN=ATRN PE=1 SV=2 

48 sp|P25311|ZA2G_HUMAN Zinc-alpha-2-glycoprotein OS=Homo sapiens OX=9606 GN=AZGP1 PE=1 SV=2 

49 sp|P04196|HRG_HUMAN Histidine-rich glycoprotein OS=Homo sapiens OX=9606 GN=HRG PE=1 SV=1 

50 sp|P02760|AMBP_HUMAN Protein AMBP OS=Homo sapiens OX=9606 GN=AMBP PE=1 SV=1 

51 sp|Q96PD5|PGRP2_HUMAN N-acetylmuramoyl-L-alanine amidase OS=Homo sapiens OX=9606 GN=PGLYRP2 PE=1 SV=1 

52 sp|P01834|IGKC_HUMAN Immunoglobulin kappa constant OS=Homo sapiens OX=9606 GN=IGKC PE=1 SV=2 

53 sp|P08697|A2AP_HUMAN Alpha-2-antiplasmin OS=Homo sapiens OX=9606 GN=SERPINF2 PE=1 SV=3 

54 sp|P20742|PZP_HUMAN Pregnancy zone protein OS=Homo sapiens OX=9606 GN=PZP PE=1 SV=4 

55 

tr|A0A286YEY4|A0A286YEY4_

HUMAN 
Immunoglobulin heavy constant gamma 2 (Fragment) OS=Homo sapiens OX=9606 GN=IGHG2 PE=1 

SV=1 

56 tr|B4DPQ0|B4DPQ0_HUMAN Complement C1r subcomponent OS=Homo sapiens OX=9606 GN=C1R PE=1 SV=1 

57 sp|P09871|C1S_HUMAN Complement C1s subcomponent OS=Homo sapiens OX=9606 GN=C1S PE=1 SV=1 

58 sp|P02748|CO9_HUMAN Complement component C9 OS=Homo sapiens OX=9606 GN=C9 PE=1 SV=2 

59 sp|P01019|ANGT_HUMAN Angiotensinogen OS=Homo sapiens OX=9606 GN=AGT PE=1 SV=1 

60 sp|P02766|TTHY_HUMAN Transthyretin OS=Homo sapiens OX=9606 GN=TTR PE=1 SV=1 

61 tr|G3XAM2|G3XAM2_HUMAN Complement factor I OS=Homo sapiens OX=9606 GN=CFI PE=1 SV=1 

62 sp|P02750|A2GL_HUMAN Leucine-rich alpha-2-glycoprotein OS=Homo sapiens OX=9606 GN=LRG1 PE=1 SV=2 

63 sp|P60709|ACTB_HUMAN Actin, cytoplasmic 1 OS=Homo sapiens OX=9606 GN=ACTB PE=1 SV=1 

64 sp|P01880|IGHD_HUMAN Immunoglobulin heavy constant delta OS=Homo sapiens OX=9606 GN=IGHD PE=1 SV=3 

65 sp|O43866|CD5L_HUMAN CD5 antigen-like OS=Homo sapiens OX=9606 GN=CD5L PE=1 SV=1 

66 

tr|A0A087WW43|A0A087WW

43_HUMAN Inter-alpha-trypsin inhibitor heavy chain H3 OS=Homo sapiens OX=9606 GN=ITIH3 PE=1 SV=1 
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67 sp|P27169|PON1_HUMAN Serum paraoxonase/arylesterase 1 OS=Homo sapiens OX=9606 GN=PON1 PE=1 SV=3 

68 sp|P04004|VTNC_HUMAN Vitronectin OS=Homo sapiens OX=9606 GN=VTN PE=1 SV=1 

69 sp|Q08380|LG3BP_HUMAN Galectin-3-binding protein OS=Homo sapiens OX=9606 GN=LGALS3BP PE=1 SV=1 

70 sp|P36955|PEDF_HUMAN Pigment epithelium-derived factor OS=Homo sapiens OX=9606 GN=SERPINF1 PE=1 SV=4 

71 sp|P08185|CBG_HUMAN Corticosteroid-binding globulin OS=Homo sapiens OX=9606 GN=SERPINA6 PE=1 SV=1 

72 tr|H0YAC1|H0YAC1_HUMAN Plasma kallikrein (Fragment) OS=Homo sapiens OX=9606 GN=KLKB1 PE=1 SV=1 

73 sp|P05543|THBG_HUMAN Thyroxine-binding globulin OS=Homo sapiens OX=9606 GN=SERPINA7 PE=1 SV=2 

74 

tr|A0A3B3ISJ1|A0A3B3ISJ1_HU

MAN Vitamin K-dependent protein S OS=Homo sapiens OX=9606 GN=PROS1 PE=1 SV=1 

75 sp|P51884|LUM_HUMAN Lumican OS=Homo sapiens OX=9606 GN=LUM PE=1 SV=2 

76 tr|Q5VY30|Q5VY30_HUMAN Retinol-binding protein OS=Homo sapiens OX=9606 GN=RBP4 PE=1 SV=2 

77 sp|P22792|CPN2_HUMAN Carboxypeptidase N subunit 2 OS=Homo sapiens OX=9606 GN=CPN2 PE=1 SV=3 

78 tr|C9JF17|C9JF17_HUMAN Apolipoprotein D (Fragment) OS=Homo sapiens OX=9606 GN=APOD PE=1 SV=1 

79 sp|P35858|ALS_HUMAN 
Insulin-like growth factor-binding protein complex acid labile subunit OS=Homo sapiens OX=9606 

GN=IGFALS PE=1 SV=1 

80 sp|P05546|HEP2_HUMAN Heparin cofactor 2 OS=Homo sapiens OX=9606 GN=SERPIND1 PE=1 SV=3 

81 

tr|A0A286YES1|A0A286YES1_

HUMAN 
Immunoglobulin heavy constant gamma 3 (Fragment) OS=Homo sapiens OX=9606 GN=IGHG3 PE=1 

SV=1 

82 sp|P80108|PHLD_HUMAN 
Phosphatidylinositol-glycan-specific phospholipase D OS=Homo sapiens OX=9606 GN=GPLD1 PE=1 

SV=3 

83 tr|J3KRP0|J3KRP0_HUMAN Beta-Ala-His dipeptidase OS=Homo sapiens OX=9606 GN=CNDP1 PE=1 SV=2 

84 sp|P00739|HPTR_HUMAN Haptoglobin-related protein OS=Homo sapiens OX=9606 GN=HPR PE=2 SV=2 

85 sp|P19652|A1AG2_HUMAN Alpha-1-acid glycoprotein 2 OS=Homo sapiens OX=9606 GN=ORM2 PE=1 SV=2 

86 tr|B0YIW2|B0YIW2_HUMAN Apolipoprotein C-III OS=Homo sapiens OX=9606 GN=APOC3 PE=1 SV=1 

87 tr|F5H7G1|F5H7G1_HUMAN Complement component C8 beta chain OS=Homo sapiens OX=9606 GN=C8B PE=1 SV=1 

88 sp|P69905|HBA_HUMAN Hemoglobin subunit alpha OS=Homo sapiens OX=9606 GN=HBA1 PE=1 SV=2 

89 sp|P07360|CO8G_HUMAN Complement component C8 gamma chain OS=Homo sapiens OX=9606 GN=C8G PE=1 SV=3 

90 sp|P05160|F13B_HUMAN Coagulation factor XIII B chain OS=Homo sapiens OX=9606 GN=F13B PE=1 SV=3 

91 sp|P07357|CO8A_HUMAN Complement component C8 alpha chain OS=Homo sapiens OX=9606 GN=C8A PE=1 SV=2 

92 sp|P01591|IGJ_HUMAN Immunoglobulin J chain OS=Homo sapiens OX=9606 GN=JCHAIN PE=1 SV=4 

93 

tr|A0A286YFJ8|A0A286YFJ8_H

UMAN 
Immunoglobulin heavy constant gamma 4 (Fragment) OS=Homo sapiens OX=9606 GN=IGHG4 PE=1 

SV=1 

94 tr|E9PHK0|E9PHK0_HUMAN Tetranectin OS=Homo sapiens OX=9606 GN=CLEC3B PE=1 SV=1 

95 sp|P80748|LV321_HUMAN Immunoglobulin lambda variable 3-21 OS=Homo sapiens OX=9606 GN=IGLV3-21 PE=1 SV=2 

96 

tr|A0A096LPE2|A0A096LPE2_

HUMAN SAA2-SAA4 readthrough OS=Homo sapiens OX=9606 GN=SAA2-SAA4 PE=4 SV=1 

97 sp|P04264|K2C1_HUMAN Keratin, type II cytoskeletal 1 OS=Homo sapiens OX=9606 GN=KRT1 PE=1 SV=6 

98 tr|K7ER74|K7ER74_HUMAN 
APOC4-APOC2 readthrough (NMD candidate) OS=Homo sapiens OX=9606 GN=APOC4-APOC2 PE=1 

SV=1 
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99 

sp|A0A0B4J1Y9|HV372_HUMA

N Immunoglobulin heavy variable 3-72 OS=Homo sapiens OX=9606 GN=IGHV3-72 PE=3 SV=1 

100 sp|P43251|BTD_HUMAN Biotinidase OS=Homo sapiens OX=9606 GN=BTD PE=1 SV=2 

101 

tr|A0A0J9YY99|A0A0J9YY99_H

UMAN Uncharacterized protein (Fragment) OS=Homo sapiens OX=9606 PE=1 SV=1 

102 sp|P29622|KAIN_HUMAN Kallistatin OS=Homo sapiens OX=9606 GN=SERPINA4 PE=1 SV=3 

103 sp|O75636|FCN3_HUMAN Ficolin-3 OS=Homo sapiens OX=9606 GN=FCN3 PE=1 SV=2 

104 sp|O14791|APOL1_HUMAN Apolipoprotein L1 OS=Homo sapiens OX=9606 GN=APOL1 PE=1 SV=5 

105 sp|P04275|VWF_HUMAN von Willebrand factor OS=Homo sapiens OX=9606 GN=VWF PE=1 SV=4 

106 sp|P01619|KV320_HUMAN Immunoglobulin kappa variable 3-20 OS=Homo sapiens OX=9606 GN=IGKV3-20 PE=1 SV=2 

107 sp|P01599|KV117_HUMAN Immunoglobulin kappa variable 1-17 OS=Homo sapiens OX=9606 GN=IGKV1-17 PE=1 SV=2 

108 sp|P23083|HV102_HUMAN Immunoglobulin heavy variable 1-2 OS=Homo sapiens OX=9606 GN=IGHV1-2 PE=1 SV=2 

109 sp|P02747|C1QC_HUMAN Complement C1q subcomponent subunit C OS=Homo sapiens OX=9606 GN=C1QC PE=1 SV=3 

110 sp|P00915|CAH1_HUMAN Carbonic anhydrase 1 OS=Homo sapiens OX=9606 GN=CA1 PE=1 SV=2 

111 sp|P02042|HBD_HUMAN Hemoglobin subunit delta OS=Homo sapiens OX=9606 GN=HBD PE=1 SV=2 

112 sp|P00748|FA12_HUMAN Coagulation factor XII OS=Homo sapiens OX=9606 GN=F12 PE=1 SV=3 

113 tr|I3L145|I3L145_HUMAN Sex hormone-binding globulin OS=Homo sapiens OX=9606 GN=SHBG PE=1 SV=1 

114 sp|P01714|LV319_HUMAN Immunoglobulin lambda variable 3-19 OS=Homo sapiens OX=9606 GN=IGLV3-19 PE=1 SV=2 

115 sp|P01782|HV309_HUMAN Immunoglobulin heavy variable 3-9 OS=Homo sapiens OX=9606 GN=IGHV3-9 PE=1 SV=2 

116 sp|P0DOY2|IGLC2_HUMAN Immunoglobulin lambda constant 2 OS=Homo sapiens OX=9606 GN=IGLC2 PE=1 SV=1 

117 tr|H9KV75|H9KV75_HUMAN Alpha-actinin-1 OS=Homo sapiens OX=9606 GN=ACTN1 PE=1 SV=1 

118 sp|P02743|SAMP_HUMAN Serum amyloid P-component OS=Homo sapiens OX=9606 GN=APCS PE=1 SV=2 

119 tr|K7ERI9|K7ERI9_HUMAN Apolipoprotein C-I (Fragment) OS=Homo sapiens OX=9606 GN=APOC1 PE=1 SV=1 

120 sp|O95445|APOM_HUMAN Apolipoprotein M OS=Homo sapiens OX=9606 GN=APOM PE=1 SV=2 

121 sp|P00488|F13A_HUMAN Coagulation factor XIII A chain OS=Homo sapiens OX=9606 GN=F13A1 PE=1 SV=4 

122 sp|P01624|KV315_HUMAN Immunoglobulin kappa variable 3-15 OS=Homo sapiens OX=9606 GN=IGKV3-15 PE=1 SV=2 

123 sp|P04180|LCAT_HUMAN Phosphatidylcholine-sterol acyltransferase OS=Homo sapiens OX=9606 GN=LCAT PE=1 SV=1 

124 

sp|A0A0C4DH38|HV551_HUM

AN Immunoglobulin heavy variable 5-51 OS=Homo sapiens OX=9606 GN=IGHV5-51 PE=3 SV=1 

125 sp|P20851|C4BPB_HUMAN C4b-binding protein beta chain OS=Homo sapiens OX=9606 GN=C4BPB PE=1 SV=1 

126 

sp|A0A0A0MS15|HV349_HUM

AN Immunoglobulin heavy variable 3-49 OS=Homo sapiens OX=9606 GN=IGHV3-49 PE=3 SV=1 

127 sp|P00742|FA10_HUMAN Coagulation factor X OS=Homo sapiens OX=9606 GN=F10 PE=1 SV=2 

128 tr|D6R934|D6R934_HUMAN Complement C1q subcomponent subunit B OS=Homo sapiens OX=9606 GN=C1QB PE=1 SV=1 

129 sp|Q9NZP8|C1RL_HUMAN Complement C1r subcomponent-like protein OS=Homo sapiens OX=9606 GN=C1RL PE=1 SV=2 

130 

tr|A0A087X0Q4|A0A087X0Q4_

HUMAN Immunoglobulin kappa variable 2-40 OS=Homo sapiens OX=9606 GN=IGKV2-40 PE=1 SV=1 
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131 sp|P0C0L5|CO4B_HUMAN Complement C4-B OS=Homo sapiens OX=9606 GN=C4B PE=1 SV=2 

132 sp|P01742|HV169_HUMAN Immunoglobulin heavy variable 1-69 OS=Homo sapiens OX=9606 GN=IGHV1-69 PE=1 SV=2 

133 tr|B1AHL2|B1AHL2_HUMAN Fibulin-1 OS=Homo sapiens OX=9606 GN=FBLN1 PE=1 SV=1 

134 sp|P01700|LV147_HUMAN Immunoglobulin lambda variable 1-47 OS=Homo sapiens OX=9606 GN=IGLV1-47 PE=1 SV=2 

135 sp|P01602|KV105_HUMAN Immunoglobulin kappa variable 1-5 OS=Homo sapiens OX=9606 GN=IGKV1-5 PE=1 SV=2 

136 tr|F8WF14|F8WF14_HUMAN Carboxylic ester hydrolase OS=Homo sapiens OX=9606 GN=BCHE PE=1 SV=1 

137 sp|P06312|KV401_HUMAN Immunoglobulin kappa variable 4-1 OS=Homo sapiens OX=9606 GN=IGKV4-1 PE=1 SV=1 

138 tr|B1AKG0|B1AKG0_HUMAN Complement factor H-related protein 1 OS=Homo sapiens OX=9606 GN=CFHR1 PE=1 SV=1 

139 

tr|A0A0A0MRJ7|A0A0A0MRJ7

_HUMAN Coagulation factor V OS=Homo sapiens OX=9606 GN=F5 PE=1 SV=1 

140 sp|P04433|KV311_HUMAN Immunoglobulin kappa variable 3-11 OS=Homo sapiens OX=9606 GN=IGKV3-11 PE=1 SV=1 

141 sp|P01772|HV333_HUMAN Immunoglobulin heavy variable 3-33 OS=Homo sapiens OX=9606 GN=IGHV3-33 PE=1 SV=2 

142 tr|E9PFZ2|E9PFZ2_HUMAN Ceruloplasmin OS=Homo sapiens OX=9606 GN=CP PE=1 SV=1 

143 

sp|A0A0C4DH33|HV124_HUM

AN Immunoglobulin heavy variable 1-24 OS=Homo sapiens OX=9606 GN=IGHV1-24 PE=3 SV=1 

144 tr|E9PAQ1|E9PAQ1_HUMAN Properdin OS=Homo sapiens OX=9606 GN=CFP PE=1 SV=1 

145 sp|Q14520|HABP2_HUMAN Hyaluronan-binding protein 2 OS=Homo sapiens OX=9606 GN=HABP2 PE=1 SV=1 

146 sp|P04432|KVD39_HUMAN Immunoglobulin kappa variable 1D-39 OS=Homo sapiens OX=9606 GN=IGKV1D-39 PE=3 SV=2 

147 sp|P0DP07|HV431_HUMAN Immunoglobulin heavy variable 4-31 OS=Homo sapiens OX=9606 GN=IGHV4-31 PE=3 SV=1 

148 sp|P35908|K22E_HUMAN Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens OX=9606 GN=KRT2 PE=1 SV=2 

149 

sp|A0A075B6I9|LV746_HUMA

N Immunoglobulin lambda variable 7-46 OS=Homo sapiens OX=9606 GN=IGLV7-46 PE=3 SV=4 

150 sp|P13645|K1C10_HUMAN Keratin, type I cytoskeletal 10 OS=Homo sapiens OX=9606 GN=KRT10 PE=1 SV=6 

151 sp|P08519|APOA_HUMAN Apolipoprotein(a) OS=Homo sapiens OX=9606 GN=LPA PE=1 SV=1 

152 sp|P01721|LV657_HUMAN Immunoglobulin lambda variable 6-57 OS=Homo sapiens OX=9606 GN=IGLV6-57 PE=1 SV=2 

153 sp|P06681|CO2_HUMAN Complement C2 OS=Homo sapiens OX=9606 GN=C2 PE=1 SV=2 

154 sp|P08571|CD14_HUMAN Monocyte differentiation antigen CD14 OS=Homo sapiens OX=9606 GN=CD14 PE=1 SV=2 

155 sp|Q9BV73|CP250_HUMAN Centrosome-associated protein CEP250 OS=Homo sapiens OX=9606 GN=CEP250 PE=1 SV=2 

156 sp|O95497|VNN1_HUMAN Pantetheinase OS=Homo sapiens OX=9606 GN=VNN1 PE=1 SV=2 

157 tr|G3V0E5|G3V0E5_HUMAN Transferrin receptor (P90, CD71), isoform CRA_c OS=Homo sapiens OX=9606 GN=TFRC PE=1 SV=1 

158 tr|Q5VVP7|Q5VVP7_HUMAN C-reactive protein OS=Homo sapiens OX=9606 GN=CRP PE=1 SV=1 

159 

sp|A0A0C4DH69|KV109_HUM

AN Immunoglobulin kappa variable 1-9 OS=Homo sapiens OX=9606 GN=IGKV1-9 PE=3 SV=1 

160 

tr|A0A087WXI2|A0A087WXI2_

HUMAN IgGFc-binding protein (Fragment) OS=Homo sapiens OX=9606 GN=FCGBP PE=1 SV=2 

161 

tr|A0A024R6I7|A0A024R6I7_H

UMAN Alpha-1-antitrypsin OS=Homo sapiens OX=9606 GN=SERPINA1 PE=1 SV=1 
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162 

sp|A0A075B6K5|LV39_HUMA

N Immunoglobulin lambda variable 3-9 OS=Homo sapiens OX=9606 GN=IGLV3-9 PE=3 SV=1 

163 

sp|A0A0C4DH68|KV224_HUM

AN Immunoglobulin kappa variable 2-24 OS=Homo sapiens OX=9606 GN=IGKV2-24 PE=3 SV=1 

164 sp|A0M8Q6|IGLC7_HUMAN Immunoglobulin lambda constant 7 OS=Homo sapiens OX=9606 GN=IGLC7 PE=1 SV=3 

165 

sp|A0A0B4J1X5|HV374_HUMA

N Immunoglobulin heavy variable 3-74 OS=Homo sapiens OX=9606 GN=IGHV3-74 PE=3 SV=1 

166 

tr|A0A0C4DH35|A0A0C4DH35

_HUMAN 
Immunoglobulin heavy variable 3-35 (non-functional) (Fragment) OS=Homo sapiens OX=9606 

GN=IGHV3-35 PE=1 SV=1 

167 

tr|A0A0G2JMB2|A0A0G2JMB2

_HUMAN Immunoglobulin heavy constant alpha 2 (Fragment) OS=Homo sapiens OX=9606 GN=IGHA2 PE=1 SV=1 

168 

sp|A0A0J9YXX1|HV5X1_HUMA

N Immunoglobulin heavy variable 5-10-1 OS=Homo sapiens OX=9606 GN=IGHV5-10-1 PE=3 SV=1 

169 

sp|A0A075B6K4|LV310_HUMA

N Immunoglobulin lambda variable 3-10 OS=Homo sapiens OX=9606 GN=IGLV3-10 PE=3 SV=2 

170 sp|P01766|HV313_HUMAN Immunoglobulin heavy variable 3-13 OS=Homo sapiens OX=9606 GN=IGHV3-13 PE=1 SV=2 

171 sp|P01743|HV146_HUMAN Immunoglobulin heavy variable 1-46 OS=Homo sapiens OX=9606 GN=IGHV1-46 PE=1 SV=2 

172 

sp|A0A0C4DH31|HV118_HUM

AN Immunoglobulin heavy variable 1-18 OS=Homo sapiens OX=9606 GN=IGHV1-18 PE=3 SV=1 

173 

tr|A0A075B7D0|A0A075B7D0_

HUMAN 
Immunoglobulin heavy variable 1/OR15-1 (non-functional) (Fragment) OS=Homo sapiens OX=9606 

GN=IGHV1OR15-1 PE=1 SV=1 

174 tr|E9PQD6|E9PQD6_HUMAN Serum amyloid A protein OS=Homo sapiens OX=9606 GN=SAA1 PE=1 SV=1 

175 

tr|A0A2Q2TTZ9|A0A2Q2TTZ9_

HUMAN Immunoglobulin kappa variable 1-33 OS=Homo sapiens OX=9606 GN=IGKV1D-33 PE=1 SV=1 

176 

tr|A0A075B7B8|A0A075B7B8_

HUMAN 
Immunoglobulin heavy variable 3/OR16-12 (non-functional) (Fragment) OS=Homo sapiens OX=9606 

GN=IGHV3OR16-12 PE=1 SV=1 

177 

sp|A0A0C4DH34|HV428_HUM

AN Immunoglobulin heavy variable 4-28 OS=Homo sapiens OX=9606 GN=IGHV4-28 PE=3 SV=1 

178 tr|H0YCQ7|H0YCQ7_HUMAN Glutamine and serine-rich protein 1 (Fragment) OS=Homo sapiens OX=9606 GN=QSER1 PE=1 SV=1 

179 tr|E5RGB5|E5RGB5_HUMAN Bridging integrator 3 OS=Homo sapiens OX=9606 GN=BIN3 PE=4 SV=1 

180 tr|C9J6K0|C9J6K0_HUMAN Secreted phosphoprotein 24 (Fragment) OS=Homo sapiens OX=9606 GN=SPP2 PE=1 SV=1 

181 

tr|A0A2R8YGX3|A0A2R8YGX3_

HUMAN Tropomyosin alpha-4 chain OS=Homo sapiens OX=9606 GN=TPM4 PE=1 SV=1 

182 sp|Q9HAK2|COE2_HUMAN Transcription factor COE2 OS=Homo sapiens OX=9606 GN=EBF2 PE=2 SV=4 

183 sp|P55056|APOC4_HUMAN Apolipoprotein C-IV OS=Homo sapiens OX=9606 GN=APOC4 PE=1 SV=1 

184 tr|M0QZ22|M0QZ22_HUMAN Protein Smaug homolog 2 OS=Homo sapiens OX=9606 GN=SAMD4B PE=1 SV=1 

185 tr|J3QS41|J3QS41_HUMAN Probable helicase with zinc finger domain OS=Homo sapiens OX=9606 GN=HELZ PE=1 SV=1 
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186 tr|I3L4X8|I3L4X8_HUMAN Integrin beta OS=Homo sapiens OX=9606 GN=ITGB3 PE=3 SV=1 

187 tr|H0YLF3|H0YLF3_HUMAN Beta-2-microglobulin (Fragment) OS=Homo sapiens OX=9606 GN=B2M PE=1 SV=1 

188 tr|H0YF65|H0YF65_HUMAN Fibrocystin-L (Fragment) OS=Homo sapiens OX=9606 GN=PKHD1L1 PE=1 SV=1 

189 tr|H0YCW5|H0YCW5_HUMAN DENN domain-containing protein 5A (Fragment) OS=Homo sapiens OX=9606 GN=DENND5A PE=1 SV=1 

190 tr|E7ET86|E7ET86_HUMAN Cyclin-dependent kinase-like 3 OS=Homo sapiens OX=9606 GN=CDKL3 PE=1 SV=1 

191 tr|E7END6|E7END6_HUMAN Vitamin K-dependent protein C OS=Homo sapiens OX=9606 GN=PROC PE=1 SV=1 

192 

tr|A0A1W2PQ80|A0A1W2PQ8

0_HUMAN Immunoglobulin lambda variable 10-54 OS=Homo sapiens OX=9606 GN=IGLV10-54 PE=1 SV=1 

193 sp|Q8IZC7|ZN101_HUMAN Zinc finger protein 101 OS=Homo sapiens OX=9606 GN=ZNF101 PE=1 SV=1 

194 sp|Q6BEB4|SP5_HUMAN Transcription factor Sp5 OS=Homo sapiens OX=9606 GN=SP5 PE=2 SV=1 

195 sp|Q5H9J7|BEX5_HUMAN Protein BEX5 OS=Homo sapiens OX=9606 GN=BEX5 PE=1 SV=1 

196 sp|P01833|PIGR_HUMAN Polymeric immunoglobulin receptor OS=Homo sapiens OX=9606 GN=PIGR PE=1 SV=4 

197 tr|K7ES25|K7ES25_HUMAN Xaa-Pro dipeptidase (Fragment) OS=Homo sapiens OX=9606 GN=PEPD PE=1 SV=3 

198 

sp|A0A0B4J1U7|HV601_HUM

AN Immunoglobulin heavy variable 6-1 OS=Homo sapiens OX=9606 GN=IGHV6-1 PE=3 SV=1 

199 sp|Q9UGM5|FETUB_HUMAN Fetuin-B OS=Homo sapiens OX=9606 GN=FETUB PE=1 SV=2 

200 

sp|A0A0A0MS14|HV145_HUM

AN Immunoglobulin heavy variable 1-45 OS=Homo sapiens OX=9606 GN=IGHV1-45 PE=3 SV=1 

201 sp|P33151|CADH5_HUMAN Cadherin-5 OS=Homo sapiens OX=9606 GN=CDH5 PE=1 SV=5 

202 

sp|A0A0B4J1X8|HV343_HUMA

N Immunoglobulin heavy variable 3-43 OS=Homo sapiens OX=9606 GN=IGHV3-43 PE=3 SV=1 

203 sp|P48740|MASP1_HUMAN Mannan-binding lectin serine protease 1 OS=Homo sapiens OX=9606 GN=MASP1 PE=1 SV=3 

204 

sp|A0A0C4DH25|KVD20_HUM

AN Immunoglobulin kappa variable 3D-20 OS=Homo sapiens OX=9606 GN=IGKV3D-20 PE=3 SV=1 

205 

tr|A0A2R8Y7X9|A0A2R8Y7X9_

HUMAN Uncharacterized protein OS=Homo sapiens OX=9606 PE=3 SV=1 

206 tr|G3V2W1|G3V2W1_HUMAN Protein Z-dependent protease inhibitor OS=Homo sapiens OX=9606 GN=SERPINA10 PE=1 SV=1 

207 sp|P01701|LV151_HUMAN Immunoglobulin lambda variable 1-51 OS=Homo sapiens OX=9606 GN=IGLV1-51 PE=1 SV=2 

208 sp|P02745|C1QA_HUMAN Complement C1q subcomponent subunit A OS=Homo sapiens OX=9606 GN=C1QA PE=1 SV=2 
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Supplemental table 2. Demographic characters, frequency of specific co-morbidities, 

pharmacotherapy and clinical parameters of the COVID-19 patients compared between two arms of 

the trial. 

General SOC arm CPT arm 

Male 27 (67.5%) 30 (75%) 

Female 13 (32.5%) 10 (25%) 

Hospital admission to enrolment (days) 3.85±2.63 4.2±2.21 

Co-morbidities SOC arm CPT arm 

Type 2 diabetes 24 (60%) 23 (57.5%) 

Hypertension 17 (42.5%) 18 (45%) 

Chronic obstructive pulmonary disease 3 (7.5%) 2 (5%) 

Hypothyroidism 3 (7.5%) 5 (12.5%) 

Dyslipedemia 1 (2.5%) 5 (12.5%) 

History of cerebrovascular disease 1 (2.5%) 1 (2.5%) 

History of ischemic heart disease 2 (5%) 2 (5%) 

Pharmacotherapy SOC arm CPT arm 

Hydroxycholoroquin 12 (30%) 19 (47.5%) 

Ivermectin 26 (65%) 27(67.5%) 

Doxycyclin 21 (52.5%) 25 (62.5%) 

Azithromycin 16 (40%) 19 (47.5%) 

Meropenem 7 (17.5%) 9 (22.5%) 

Faropenem 9 (22.5%) 3 (7.5%) 

Ceftriaxone 4 (10%) 4 (10%) 

Remdesivir 13 (32.5%) 12 (30%) 

Intravenous corticosteroid (Dexamethasone 8mg once daily 

or Hydrocortisone 100mg thrice daily) 

19 (47.5%) 21 (52.5%) 

Oral corticosteroid (Methylprednisolone 16-20mg twice daily)  14 (35%) 9 (22.5%) 

Metformin 8 (20%) 11 (27.5%) 

Insulin 17 (42.5%) 17 (42.5%) 

DPP4 inhibitor 0 (0%) 4 (10%) 

Monteleukast 7 (17.5%) 5 (12.5%) 

Prophylactic low mol wt heparin 24 (60%) 28 (70%) 

Therapeutic low mol wt heparin 5 (12.5%) 4 (10%) 

Laboratory medicine parameters 

(Statistics of available data) 

SOC arm CPT arm 

Capillary blood glucose (mg/dl) 263±73.20082726 165.5 ± 69.85294 

Random blood sugar (mg/dl) 167±91.27421572 189 ± 80.38173 

Creatinine (mg/dl) 1.05±2.048229738 1.07 ± 0.429845 

Urea (mg/dl) 36 ± 46.71955 36 ± 16.43402 

Cholesterol (mg/dl) 164 ± 32.8527 141 ± 28.28427 

Triglycerides (mg/dl) 198 ± 99.66343 140 ± 56.56854 

High density lipoprotein (mg/dl) 30 ± 10.37786 40.5 ± 7.778175 



14 
 

Low density lipoprotein (mg/dl) 83.5 ± 222.124 90 ± 450.3847 

Total Bilirubin (mg/dl) 0.77 ± 14.26836 0.73 ± 0.333992 

Serum glutamic pyruvic transaminase (U/L) 43 ± 50.787 42.5 ± 32.25641 

serum glutamic-oxaloacetic transaminase (U/L) 59 ± 36.31843 61 ± 30.86701 

Alkaline phosphatase (U/L) 89 ± 34.42506 77 ± 51.90104 

Total protein (gm/dl) 6.6 ± 0.732244 6.8 ± 0.53477 

Albumin (gm/dl) 3.7 ± 0.371654 3.96 ± 0.406938 

Globulin (gm/dl) 2.7 ± 0.657205 3.1 ± 0.5118 

Na+ (mmol/L) 138.1 ± 7.034662 138.8 ± 6.104704 

Ca2+ (mmol/L) 0.78 ± 58.78308 0.61 ± 0.273106 

K+ (mmol/L) 4.18 ± 0.70784 4.28 ± 0.758733 

Cl- (mmol/L) 106 ± 5.61587 102 ± 11.38294 

pH 7.4775 ± 0.041449 7.482 ± 0.043903 

Amylase (U/L) 55 ± 32.04684 55 ± 89.94072 

Lipase (U/L) 30 ± 30.11644 46 ± 26 

Hemoglobin% (gm/dl) 10.55 ± 2.072555 11.15 ± 1.669222 

Red blood cells (million/mm3) 3.91 ± 0.737673 4.21 ± 0.729966 

White blood cells (per cu.mm) 8500 ± 22998.71 7850 ± 4219.75 

Neutrophil (%) 78 ± 10.09578 78 ± 14.7768 

Lymphocyte (%) 18 ± 9.258997 17 ± 10.1727 

Monocyte (%) 2 ± 1.011759 2 ± 0.689056 

Eosinophil (%) 2 ± 1.375672 2 ± 1.282245 

Basophil (%) 0 ± 0 0 ± 0 

Platelet (per cu.mm) 236500 ± 105176.2 164000 ± 85291.27 

Packed cell volume (%) 33.5 ± 6.194703 35.65 ± 4.382482 

Mean corpuscular volume (fL) 84.9 ± 19.10051 87.65 ± 5.378824 

Mean corpuscular hemoglobin (pg) 26.3 ± 4.331611 27.8 ± 1.640122 

Mean corpuscular haemoglobin concentration (gm/dl) 31 ± 1.50333 31.55 ± 2.748664 

C Reactive Protein (mg/L) 107 ± 45.55595 105 ± 48.58326 

Uric acid (mg%) 4.95 ± 2.645909 4.19 ± 1.12418 
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Supplemental table 3. SARS-CoV-2 Viral clades documented among the COVID-19 patients in 

the state of West Bengal during the time-period the trial was ongoing. 

GISAID Kolkata (331 Sequences) 

  Clade   Number of sequences Percentage (out of 331) 

  19A  3   0.91 

  19B  16   4.83 

  20A  200   60.42 

  20B    88   26.59 

  20I/501Y.V1  22   6.65 

  20H/501Y.V2  2   0.60 

GISAID West Bengal (1065 Sequences) 

  Clade   Number of sequences    Percentage (out of 1065)   

  19A  34  3.19 

  19B  21  1.97 

  20A  603  56.62 

  20B    357  33.52 

  20I/501Y.V1  42  3.94 

  20H/501Y.V2  8  0.75 

GISAID Kolkata (September-October, 21 samples) 

 Clade  Number of sequences  Percentage (out of 21) 

 20A  16  76.19 

 20B  4  19.05 

 20I/501Y.V1  1  4.76 
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Supplemental table 4. Co-morbidities and final disease outcomes of individual patients 

randomised into two treatment arms. 

No. 
Co-morbidity 

Treatment 
arm 

Enrolment to 
discharge (days) 

Enrolment to 
death (days) 

1 Obesity, Hypothyroidism CPT 8 NA 
2 None CPT NA 9 
3 HTN, T2DM CPT 17 NA 
4 None CPT 19 NA 
5 T2DM, HTN CPT 6 NA 
6 T2DM, HTN CPT NA 7 
7 T2DM CPT 8 NA 
8 None CPT 15 NA 
9 HTN CPT NA 3 

10 T2DM CPT NA 16 
11 T2DM, HTN CPT 10 NA 
12 None CPT 9 NA 
13 T2DM, HTN CPT 11 NA 
14 T2DM, HTN, COPD CPT 17 NA 
15 T2DM, HTN CPT 10 NA 
16 T2DM, COPD CPT 13 NA 
17 HTN, H/O IHD CPT NA 5 
18 T2DM, HTN, Hypothyroidism CPT 20 NA 
19 None CPT 13 NA 
20 None CPT NA 11 
21 None CPT 12 NA 
22 None CPT 8 NA 
23 Aplastic anemia CPT 10 NA 
24 None CPT 24 NA 
25 HTN, T2DM CPT 10 NA 
26 T2DM CPT 15 NA 
27 None CPT 9 NA 
28 HTN, T2DM, Hypothyroidism CPT NA 24 
29 T2DM, HTN CPT 8 NA 
30 None CPT 17 NA 
31 None CPT 10 NA 
32 None CPT 7 NA 
33 None CPT 7 NA 
34 None CPT 25 NA 
35 HTN CPT 10 NA 
36 HTN CPT 24 NA 
37 None CPT NA 2 
38 CKD, T2DM, H/O CVA CPT NA 12 
39 T2DM CPT NA 7 
40 T2DM CPT 8 NA 
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41 None SOC 11 NA 
42 None SOC 13 NA 
43 None SOC NA 1 
44 None SOC 11 NA 
45 None SOC NA 8 
46 None SOC 10 NA 
47 HTN SOC NA 15 
48 HTN, H/O CVA SOC 9 NA 
49 None SOC 14 NA 
50 None SOC 17 NA 
51 T2DM, HTN SOC 6 NA 
52 T2DM SOC NA 3 
53 None SOC 25 NA 
54 T2DM, CKD SOC 21 NA 
55 T2DM, Hypothyroidism SOC NA 7 
56 COPD SOC 28 NA 
57 HTN SOC NA 18 
58 T2DM SOC 13 NA 
59 HTN, T2DM SOC 10 NA 
60 HTN SOC 9 NA 
61 None SOC 49 NA 
62 None SOC NA 21 
63 None SOC NA 16 
64 HTN, T2DM SOC NA 3 
65 HTN, T2DM, Hypothyroidism SOC 14 NA 
66 HTN SOC 16 NA 
67 HTN, ASTHMA SOC 13 NA 
68 T2DM SOC NA 11 
69 HTN, T2DM SOC 14 NA 
70 TIA, IHD, SOC NA 18 
71 HTN, T2DM, Hypothyroidism SOC NA 11 
72 Takayasu Arteritis, T2DM, HTN SOC 10 NA 
73 T2DM, COPD SOC 26 NA 
74 T2DM, CKD SOC 17 NA 
75 None SOC 17 NA 
76 None SOC 11 NA 
77 None SOC NA 6 
78 T2DM, HTN SOC 9 NA 
79 T2DM SOC NA 1 
80 T2DM SOC 12 NA 
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Supplementary note 2 

CONSORT Checklist 



CONSORT 2010 checklist  Page 1 

CONSORT 2010 checklist of information to include when reporting a randomised trial* 
 

Section/Topic 
Item 
No Checklist item 

Reported 
on page No 

Title and abstract 
 1a Identification as a randomised trial in the title 1 

1b Structured summary of trial design, methods, results, and conclusions (for specific guidance see CONSORT for abstracts) 3 

Introduction 
Background and 
objectives 

2a Scientific background and explanation of rationale 4 

2b Specific objectives or hypotheses 5 

Methods 
Trial design 3a Description of trial design (such as parallel, factorial) including allocation ratio 6, 13 

3b Important changes to methods after trial commencement (such as eligibility criteria), with reasons 9 

Participants 4a Eligibility criteria for participants 6 

4b Settings and locations where the data were collected 6 

Interventions 5 The interventions for each group with sufficient details to allow replication, including how and when they were 
actually administered 

6 

Outcomes 6a Completely defined pre-specified primary and secondary outcome measures, including how and when they 
were assessed 

8 

6b Any changes to trial outcomes after the trial commenced, with reasons 9 

Sample size 7a How sample size was determined 13 

7b When applicable, explanation of any interim analyses and stopping guidelines NA 

Randomisation:    
 Sequence 

generation 
8a Method used to generate the random allocation sequence 14 

8b Type of randomisation; details of any restriction (such as blocking and block size) 14 

 Allocation 
concealment 
mechanism 

9 Mechanism used to implement the random allocation sequence (such as sequentially numbered containers), 
describing any steps taken to conceal the sequence until interventions were assigned 

14 

 Implementation 10 Who generated the random allocation sequence, who enrolled participants, and who assigned participants to 
interventions 

10, 14 

Blinding 11a If done, who was blinded after assignment to interventions (for example, participants, care providers, those 14 
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assessing outcomes) and how 

11b If relevant, description of the similarity of interventions NA 

Statistical methods 12a Statistical methods used to compare groups for primary and secondary outcomes 8, 20 

12b Methods for additional analyses, such as subgroup analyses and adjusted analyses 8 

Results 
Participant flow (a 
diagram is strongly 
recommended) 

13a For each group, the numbers of participants who were randomly assigned, received intended treatment, and 
were analysed for the primary outcome 

6 

13b For each group, losses and exclusions after randomisation, together with reasons NA 

Recruitment 14a Dates defining the periods of recruitment and follow-up 6 

14b Why the trial ended or was stopped NA 

Baseline data 15 A table showing baseline demographic and clinical characteristics for each group Fig 3, Suppl 
table 2 

Numbers analysed 16 For each group, number of participants (denominator) included in each analysis and whether the analysis was 
by original assigned groups 

6 

Outcomes and 
estimation 

17a For each primary and secondary outcome, results for each group, and the estimated effect size and its 
precision (such as 95% confidence interval) 

6 

17b For binary outcomes, presentation of both absolute and relative effect sizes is recommended NA 

Ancillary analyses 18 Results of any other analyses performed, including subgroup analyses and adjusted analyses, distinguishing 
pre-specified from exploratory 

NA 

Harms 19 All important harms or unintended effects in each group (for specific guidance see CONSORT for harms) 9 

Discussion 
Limitations 20 Trial limitations, addressing sources of potential bias, imprecision, and, if relevant, multiplicity of analyses 10 

Generalisability 21 Generalisability (external validity, applicability) of the trial findings 10 

Interpretation 22 Interpretation consistent with results, balancing benefits and harms, and considering other relevant evidence 10 

Other information  

Registration 23 Registration number and name of trial registry 3, 12 

Protocol 24 Where the full trial protocol can be accessed, if available Suppl note 1 

Funding 25 Sources of funding and other support (such as supply of drugs), role of funders 10 

 

*We strongly recommend reading this statement in conjunction with the CONSORT 2010 Explanation and Elaboration for important clarifications on all the items. If relevant, we also 

recommend reading CONSORT extensions for cluster randomised trials, non-inferiority and equivalence trials, non-pharmacological treatments, herbal interventions, and pragmatic trials. 

Additional extensions are forthcoming: for those and for up to date references relevant to this checklist, see www.consort-statement.org. 


