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Appendix B

Meta-analysis association statistics at all 241 known

and novel loci

In the following table we report the top SNP as that with most significant association

described in any of the listed studies (including this one), for all 241 known and novel

IBD-associated loci. Association statistics for this study are included for each locus,

based on the reported top SNP. A locus is defined around each reported SNP as the

right- and left-most variants in linkage disequilibrium ≥ 0.6 to the top SNP, as calculated

using the GBR and CEU samples from the 1000 Genomes Phase 3 dataset.

I use the following definitions in this table:

– “FM” in place of a PMID refers to the Huang et al. (2015) bioRxiv preprint.

– “PMeta” refers to the association p-value obtained in Chapter 4.

– “PHet” refers to the meta-analysis heterogeneity p-value.

– “Trait” describes the phenotype reported by Liu et al. (2015), where applicable,

and the one reported by the original paper (cited) if the locus was not replicated.

In cases where two (or more) loci from Liu et al. (2015) are merged in this table,

and for which different traits are reported, we keep both traits (e.g. the 1:20171860

locus)

– “Implicated gene” indicates those loci where a specific gene has been confidently

implicated by fine-mapping, eQTL, or targeted sequencing studies.
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164 Appendix B. Meta-analysis association statistics at all 241 known loci
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170 Appendix B. Meta-analysis association statistics at all 241 known loci
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172 Appendix B. Meta-analysis association statistics at all 241 known loci
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